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Blood samples from unrelated individuals were extracted using
Kunkel’s et al. (1) method with small modifications. DNA samples
(2 to 5 ng) were amplified and typed according to manufacturer’s
instructions (2). Data were analyzed using a program provided by
P. M. Miller (Northern Arizona University, Flagstaff, AZ). Htobs.,
Htexp., PD, MEC, MEP, and PIC were calculated using program
provided by G. M. Dudek (Technical University of Częstochowa,

Poland). The dataset can be accessed at: e-mail: medsad@slam.ka-
towice.pl.
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TABLE 1—Allele frequencies in the Upper Silesian population (Poland).

Allele D13S317 D7S820 D16S539

N 178 178 154
7 … 0.0084 …
8 0.1236 0.2051 0.0130
9 0.0983 0.1517 0.0812

10 0.0618 0.2416 0.0292
11 0.3511 0.2079 0.3312
12 0.2191 0.1545 0.3149
13 0.0815 0.0309 0.2011
14 0.0646 … 0.0260
15 … … 0.0032

X2
df test X2

21 � 20.46 X2
21 � 16.57 X2

28 � 24.85
p � 0.4918 p � 0.7367 p � 0.6359

exact test
(Monte Carlo) p � 0.5977 � 0.02 p � 0.6555 � 0.00 p � 0.4920 � 0.00

Htobs. 0.7809 0.7865 0.7662
Htexp. 0.7914 0.8108 0.7447
PD 0.9290 0.9348 0.8908
PDcombined … 0.9995 …
MEC 0.6017 0.6159 0.5120
MECcombined … 0.9253 …
MEP 0.5831 0.6192 0.5008
PIC 0.7626 0.6159 0.6995

N � number of individuals analyzed.
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